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<212> DNA 
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<400> 3 

cgggatccct tcgccttgca gctttgtc 



<210> 4 

<211> 30 

<212> DNA 

<213> Mus musculus 



<400> 4 

cggaattcct agactgatac agtctgtaag 

<210> 5 

<211> 30 

<212> DNA 

<213> Mus musculus 

<400> 5 

tatagcggcc gctagactga tacagtctgt 

<210> 6 

<211> 32 
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<400> 6 

tcccccggga tgccccatcc ccgaaggtac ca 
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cggaattccg ccaccatggc ccctatacta ggttat 
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<211> 30 

<212> DNA 
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misc^feature 


<222> 
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<223> 


Synthesized protein kinase 


<220> 




<221> 


misc_feature 


<222> 


(2).. (2) 


<223> 


Xaa at position 2 can be Val 


<220> 




<221> 


mis cofeature 


<222> 


(5).. (5) 


<223> 


Xaa at position 5 can be Tyr 


<400> 


19 



or Phe 



Asp Xaa Trp Ser Xaa Gly 
1 5 

<210> 20 

<211> 483 

<212> PRT 

<213> Mus musculus 



<400> 20 




Trp Asp Tyr Gly Thr Trp Arg Ser Ser Ser Ser His Lys Arg Lys Lys 
20 25 30 



5 



r 



Arg Ser His Ser Ser Ala Arg Glu Gin Lys Arg Cys Arg Tyr Asp 



40 



45 



Ser Lys Thr Thr Asp Ser Tyr Tyr Leu Glu Ser Arg Ser lie Asn 



His 



Glu 



55 60 
Lys Ala Tyr His Ser Arg Arg oyr Val Asp Glu Tyr Arg Asn Asp Tyr 



70 



75 80 

Met Gly Tyr Glu Pro Gly His Pro Tyr Gly Glu Pro Gly Ser Arg Tyr 
85 " * 



90 



95 



Gin Met His Ser Ser Lys Ser Ser Gly Arg Ser Gly Arg Ser Ser Tyr 
100 105 

Lys Ser Lys His Arg Ser Arg His His Thr Ser Gin His His Ser 



His 



120 125 
Gly Lys Ser His Arg Arg Lys Arg Ser Arg Ser Val Glu Asp Asp Glu 

Glu Gly His Leu He Cys Gin Ser Gly Asp Val Leu Ser Ala Arg Tyr 

150 155 



160 



Glu He val Asp Thr Leu Gly Glu Gly Ala Phe Gly Lys Val Val Glu 

170 175 

Cys He ASP His Lys Val Gly Gly Arg Arg Val Ala Val Lys He Val 

180 185 190 

Lys Asn Val Asp Arg Tyr Cys Glu Ala Ala Gin Ser Glu He Gin Val 
195 200 205 

Leu Glu His Leu Asn Thr Thr Asp Pro His Ser Thr Phe Arg Cys Val 



215 



220 



Gin Met Leu Glu Trp Phe Glu His Arg Gly His He Cys He Val Phe 



230 



235 240 
Glu Leu Leu Gly Leu Ser Thr Tyr Asp Phe He Lys Glu Asn Ser 



245 



Phe 



250 255 

Leu Pro Phe Arg Met Asp His He Arg Lys Met Ala Tyr Gin He Cys 

2 60 



265 



270 



Lys Ser Val Asn Phe Leu His Ser Met Lys Leu Thr His Thr Asp Leu 
275 280 285 

Lys Pro Glu Asn He Leu Phe Val Lys Ser Asp Tyr Thr Glu Ala Tyr 

295 300 

Asn Pro Lys Met Lys Arg Asp Glu Arg Thr He Val Asn Pro Asp H 



310 



315 



e 

320 



6 



c ■ ( 

Lys Val val Asp Phe Gly Ser Ala Thr Tyr Asp Asp Glu His His Ser 
325 330 

Thr Leu Val Ser Thr Arg His Tyr Arg Ala Pro Glu Val He Leu Ala 

Leu Gly Trp Ser Gin Pro Cys Asp Val Trp Ser He Gly Cys He Leu 

360 

He Glu Tyr Tyr Leu Gly Phe Thr Val Phe Pro Tflr His Asp Ser Arg 

375 380 

Glu His Leu Ala Met Met Glu Arg He Leu Gly Pro Leu Pro Lys His 

4QQ 

Met He Gin Lys Thr Arg Lys Arg Arg Tyr Phe His His Asp Arg Leu 



410 



415 



ASP Trp ASP Glu His Ser Ser Ala Gly Arg Tyr Val Ser Arg Arg Cys 

Lys Pro Leu Lys Glu Phe Met Leu Ser Gin Asp Ala Glu His Glu Phe 
435 440 445 

Leu Phe ASP Leu Val Gly Lys He Leu Glu Tyr Asp Pro Ala Lys Arg 

4go 



He Thr Leu Lys Glu Ala Leu Lys His Pro Phe Phe Tyr Pro Leu 



Lys 



475 
Lys His Thr 



<210> 21 

<211> 499 

<212> PRT 

<213> Mus musculus 



<400> 21 

Met Pro His Pro Arg Arg Tyr His Ser Ser Glu Arg Gly ser Arg Gly 
5 10 15 ^ 

ser Tyr His Glu His Tyr Gin Ser Arg Lys His Lys Arg Arg Arg Ser 
20 25 30 

Arg ser Trp Ser Ser Ser Ser Asp Arg Thr Arg Arg Arg Arg Arg Glu 
" 40 45 

ASP ser Tyr His Val Arg Ser Arg Ser Ser Tyr Asp Asp His Ser Ser 



60 



ASP Arg Arg Leu Tyr Asp Arg Arg T^r Cys Gly Ser l^r Arg Arg 



Asn 
80 



7 



( 



ASP ivr Ser Arg Asp Arg Gly Glu Ala Tyr Tyr Asp Thr Asp Phe Arg 
85 90 95 

Gin Ser Tyr Glu Tyr His Arg Glu Asn Ser Ser Tyr Aro 

inn *^^_ •*y 



Ser Ser Arg Arg Lys His Arg Arg Arg Arg Arg Arg Ser 



115 



120 



Ser Gin Arg 
110 



Arg Thr Phe 



125 



ser Arg Ser Ser Ser His Ser Ser Arg Arg Ala Lys Ser Val Glu Asp 



140 



ASP Ala Glu Gly His Leu He Tyr His Val Gly Asp Trp Leu Gin Glu 



150 



155 

Arg Tyr Glu He Val Ser Thr Leu Gly Glu Gly Thr Ser Gly Arg Val 

165 - — - 



170 



175 



val Gin Cys Val Asp His Arg Arg Gly Gly Thr Arg Val Ala Leu Lys 



185 



190 



He He Lys Asn Val Glu Lys 



, gc Ala Ala Arg Leu Glu He 

200 



205 



Asn Val Leu Glu Lys He Asn Glu Lys Asp Pro Asp Asn Lys 



215 



Asn Leu 



220 



cys Val Gin Met Phe Asp Trp Phe Asp Tyr His Gly His Met Cys He 

235 

ser Phe Glu Leu Leu Gly Leu Ser Thr Phe Asp Phe Leu Lys Asp Asn 
245 250 



255 



Asn Tyr Leu Pro Tyr Pro He His Gin Val Arg His Met Al 



260 



a Phe Gin 



265 270 
Leu cys Gin Ala Val Lys Phe Leu His Asp Asn Lys Leu Thr His Thr 



280 



285 



Asp Leu Lys Pro Glu Asn lie Leu Phe Val Asn Ser Asp 



295 



Tyr Glu Leu 



300 



Thr Tyr Asn Leu Glu Lys Lys Arg Asp Glu Arg Ser Val Lys Ser Thr 

315 

Ala val Arg Val Val Asp Phe Gly Ser Ala Thr Phe Asp His Glu His 

330 

His Ser Thr lie Val Ser Thr Arg His O^r Arg Ala Pro Glu Val 



345 



lie 



350 



Leu Glu Leu Gly Trp Ser Gin Pro Cys Asp Val Trp Ser He Gly Cys 



360 



365 



8 



r. - c 

lie lie Ph, Glu lyr ivr Val Gly Ph. Thr Leu Phe Gin Thr Hi, Asp 

380 

Asn Arg Glu His Leu Ala Met Met Glu Arg He Leu Gly Pro Val Pro 

395 

Ser Arg Met He Arg Lys Thr Arg Lys Gin Lys Tyr Phe Tyr Arg Gly 



^OS 410 



Arg Leu Asp Trp Asp Glu Asn Thr Ser Ala Gly A^g Tyr Val Arg 



425 



Glu 



430 



Asn Cys Lys Pro Leu Arg Arg Tyr Leu Thr Ser Glu Ala Glu Asp His 

^40 445 

His Gin Leu Phe Asp Leu lie Glu Asn Met Leu Glu Tyr Glu Pro Ala 

455 450 



Lys Arg Leu Thr Leu Gly Glu Ala Leu Gin His Pro Phe Phe Ala Cys 

^ 475 480- 

Leu Arg Thr Glu Pro Pro Asn Thr Lys Leu Trp Asp Ser Ser Arg Asp 
485 490 495 

He Ser Arg 



<210> 22 

<211> 1538 

<212> DNA 

<213> Mus musculus 

<400> 22 

cgcacgggcc tcgocgccag aacgatgccc catccccgaa ggtaccattc ctcagagcga 
ggtagccggg ggagttacca cgaacactat cagagccgaa agcataagcg aagaagaagt 
cgctcctggt caagtagcag tgaccggaca aggcggcggc ggagggagga cagctaccac 
gttcggt-ccc gaagcagcta tgatgaccat tcgtccgatc ggcggctgta cgatcggcgg 
tactgtggca gctacaggcg caatgactac agccgggaca gaggggaggc ttactacgac 
acagactttc ggcagtccta tgaataccat cgagagaaca gcagttaccg aagccagcgc 
agcagccgaa ggaaacacag aaggcggagg agacggagcc ggacattcag ccgctcatct 
tcacacagca gccggagagc caagagtgta gaggacgacg ctgagggcca cctcatctac 
cacgtcgggg actggctaca agagcgatat gaaattgtaa gcaccttagg agaagggact 
tcgggccgag ttgtgcagtg tgtggaccat cgcaggggcg gaacacgagt tgccctgaag 
atcattaaga atgtggagaa gtacaaggaa gcagcccgac tagaaatcaa cgtgctggag 

9 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 



c. 



aaaatcaatg 
gactaccatg 
ctcaaagaca 
ctctgccagg 
gaaaatattc 
gatgagcgca 
gaccacgaac 
ctggagttgg 
tactacgttg 
gaaaggatcc 
ttttatcggg 
aactgcaaac 
gatctgattg 
cttcagcatc 
tccagtcggg 



agaaagatcc 

gccacatgtg 
ff 

acaactacct 
ccgtcaagtt 
tgtttgtgaa 
gtgtaaagag 
accatagcac 
gctggtcaca 
gcttcaccct 
tgggtcctgt 
gtcgcctgga 
ctctgcggcg 
aaaatatgct 
ctttcttcgc 
atatcagtcg 



tgacaacaag 
tatctccttt 
gccctacccc 
cctccatgat 
ttcagactac 
cacagccgtg 
cattgtctcc 
gccatgcgat 
cttccagacc 
cccttctcgg 
ttgggatgag 
gtatctgacc 
agagtatgag 
ctgccttcgg 
gtgacaatta 



aacctctgtg 
gagcttctgg 
atccaccaag 
aacaagttga 
gaactcacct 
cgggtggtgg 
actcgccatt 
gtatggagca 
catgacaaca 
atgatcagaa 
aacacctcag 
tcagaggcag 
cctgctaagc 
actgagccac 
ggctgggc 



tccagatgtt tgactggttt 720 

gccttagcac cttcgatttc 780 

tgcgccacat ggccttccag 840 

cacatacgga cctcaaacct 900 

acaacctaga gaagaagcga 960 

acttcggcag tgccaccttt 1020 

accgagcccc cgaggtcatc 1080 

taggctgcat catctttgag 1140 

gagagcatct agccatgatg 1200 

agacaagaaa acagaaatat 1260 

ccggccgcta cgttcgtgag 1320 

aggaccacca ccagctcttc 13 80 

ggctgacctt aggtgaagcc 1440 

ccaacaccaa gttgtgggac 1500 

1538 



<210> 23 

<211> 490 

<212> PRT 

<213> Mus mus cuius 



<400> 23 

Met His His Cys Lys Arg Tyr Arg Ser Pro Glu Pro Asp Pro Tyr Leu 
^ 10 15 

Thr Tyr Arg Trp Lys Arg Arg Arg Ser Tyr Ser Arg Glu His Glu Gly 
20 25 30 

Arg Leu Arg Tyr Pro Ser Arg Arg Glu Pro Pro Pro Arg Arg Ser Arg 



40 



45 



ser Arg Ser His Asp Arg lie Pro Tyr Gin Arg Arg Tyr Arg Glu Hi 



55 



His 



60 



Arg ASP Ser Asp Thr Tyr Arg Cys Glu Glu Arg Ser Pro Ser Phe Gly 



75 



80 



10 



c • - c 



Glu Asp Cys Tyr Gly Ser Ser Arg Ser Arg His Arg Arg 

85 — 



90 



Arg Ser Arg 
95 



Glu Arg Ala Pro Tyr Arg Thr Arg Lys His Ala His 



100 



105 



His Cys His Lys 
110 



Arg Arg ^ Arg Ser Cys Ser Ser Ala Ser Ser Arg Ser Gin Gin Ser 



120 



125 



ser Lys Arg Ser Ser Arg Ser Val Glu Asp Asp Lys Glu Gly Hi 



135 



140 



Val Cys Arg He Gly Asp Trp Leu Gin Glu Arg Tyr Glu 



150 



155 



His Leu 



He Val Gly 
160 



Asn Leu Gly Glu Gly Thr Phe Gly Lys Val Val Glu 



165 



170 



Cys Leu Asp His 
175 



Ala Arg Gly Lys Ser Gin Val Ala Leu Lys He He Arg Asn Val Gly 

185 

Lys Tyr Arg Glu Ala Ala Arg Leu Glu He Asn Val Leu Lys Lys He 



Lys Glu Lys Asp Lys Glu Asn Lys Phe Leu Cys Val Leu Met Ser Asp 

215 220 



Trp Phe Asn Phe His Gly His Met Cys lie Ala Phe 



225 



230 



235 



Glu Leu Leu Gly 



240 



Lys Asn Thr Phe Glu Phe Leu Lys Glu Asn Asn Phe Gin Pro Tyr Pro 



250 



255 



Leu Pro His Val Arg His Met Ala Tyr Gin Leu Cys His Ala Leu Arg 

265 270 



Phe Leu His Glu Asn Gin Leu Thr His Thr Asp Leu Lys Pro Glu Asn 



280 



285 



He Leu Phe Val Asn Ser Glu Phe Glu Thr Leu Tyr Asn Glu His Lys 

ser cys Glu Glu Lys Ser Val Lys Asn Thr Ser He Arg Val Ala Asp 

-^10 315 



320 



Phe Gly ser Ala Thr Phe Asp His Glu His His ^r Thr He Val Ala 



330 



335 



Thr Arg His Tyr Arg Pro Pro Glu Val lie Leu 



340 



345 



Glu Leu Gly Trp Ala 
350 

Gin Pro cys Asp Val Trp Ser lie Gly Cys He Leu Phe Glu :tyr TVr 



1 1 



r 



Arg Gly Phe Thr Leu Phe Gin Thr His Glu Asn Arg Glu His Leu Val 
3'70 375 380 

Met Met Glu Lys lie Leu Gly Pro lie Pro Ser His Met lie His Arg 

390 395 400 

Thr Arg Lys Gin Lys Tyr Phe Tyr Lys Gly Gly Leu Val Trp Asp Glu 
405 410 

Asn Ser Ser Asp Gly Arg Tyr Val Lys Glu Asn Cys Lys Pro Leu Lys 
420 425 430 

Ser Tyr Met Leu Gin Asp Ser Leu Glu His Val Gin Leu Phe Asp Leu 
435 440 

Met Arg Arg Met Leu Glu Phe Asp Pro Ala Gin Arg lie Thr Leu Ala 
450 455 460 

Glu Ala Leu Leu His Pro Phe Phe Ala Gly Leu Thr Pro Glu Glu Arg 

470 475 

Ser Phe His Ser Ser Arg Asn Pro Ser Arg 
485 490 

<210> 24 

<2H> 1787 

<212> DNA 

<213> Mus musculus 

<400> 24 

ctgcaggtcg acactagtgg atccaaagaa ttcggcacga gcgcagccgg agcctgggag 60 

acgatgcatc actgtaagcg ataccgttcc ccagagccag acccatacct gacgtaccgc 120 

tggaagagga ggcggtctta cagtcgggag catgaaggtc gactacgata cccatcccga 180 

agggagcctc ccccacggag atcacggtcc agaagccatg atcgtatacc ctaccagcgg 240 

aggtaccggg aacaccgtga cagtgatacg tatcggtgtg aagagcggag cccatctttt 300 

ggagaggact gctatgggtc ttcacgttct gcacatcgga gacggtcacg agagagggcg 360 

ccgtaccgta cccgcaagca tgcccaccac tgtcacaaac gccgtaccag gtcttgtagc 420 

agtgcttcct cgagaagcca acagagcagt aagcgcagca gccggagtgt ggaagatgac 480 

aaggagggcc acctggtgtg ccggatcggc gattggctcc aagagcgata tgagatcgtg 540 

gggaacctgg gtgaaggcac ctttggcaag gtggtggagt gcttggacca tgccagaggg 600 

aagtcacagg ttgccctgaa gatcatccgt aatgtgggca agtatcggga agctgctcgt 660 

ctagaaatta atgttctcaa gaaaatcaag gagaaagaca aggaaaataa gttcctttgt 720 



12 



r 



gtcctgatgt ctgactggtt caacttccat ggtcatatgt gcatcgcctt tgagctcctg 
ggcaagaaca cctttgagtt cctgaaggag aacaacttcc agccttaccc cctaccacat 
gtccggcaca tggcctacca gctctgtcat gcccttagat ttctacacga gaaccagctg 
acccacacag acttgaagcc agagaacatc ttgtttgtga attctgagtt tgaaaccctc 
tacaatgagc acaagagctg cgaggagaag tcagtgaaga acaccagcat ccgagtggca. 
gactttggca gtgccacgtt tgaccatgaa catcacacca ccattgtggc cacccgtcac 
taccgcccac ctgaggtgat ccttgagctg ggctgggcac agccttgtga tgtctggagt 
atcggctgca ttctctttga gtactaccgt ggctttacac tcttccagac ccatgaaaat 
agagaacact tggttatgat ggagaagatt ctaggaccca tcccatcaca catgatccac 
cgtaccagga agcagaaata tttctacaaa gggggcctgg tttgggatga gaacagctct 
gatgggcggt atgtgaagga gaactgcaaa cctctgaaga gttacatgct gcaggactcc 
ctggagcatg tgcagctgtt tgacctgatg aggaggatgt tagagttcga ccctgctcag 
cgcatcacat tggcagaagc cttgctgcac cccttctttg ctggcctgac ccctgaggag 
cggtccttcc acagcagccg taaccccagc agatgacagg tgcaggccag cacacgaaga 
gttggagagc tggactgggc tgctggcccc ttttctccag cctctcccac tggcctcaga 
gccagagcca ccgatgaaca gtgcaatgtg aaggaaggca ggacctgcaa gggaaggggg 
aatgtggtgc ccggctgcca gaaagcacag attggaccca agcttttata tgttgtaaag 
ttataataaa gtgttcttac tgtttgtaaa aaaaaaaaaa aaaaaaa 

<210> 25 

<211> 481 

<212> PRT 

<213> Mus musculus 



780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1787 



<400> 25 

Met Arg His Ser Lys Arg Thr His rvcs pt-« m 

^ jr 9 inr his Cys Pro Asp Trp Asp Ser Arg Glu 



10 



Ser Trp Gly His Glu Ser Tyr Ser Gly Ser His Lys Arg 



25 



15 



Lys Arg Arg 
30 



Ser His Ser Ser Thr Gin Glu Asn Arg His Cys Lys 
35 40 



Pro His His Gin 
45 



13 



r - C. 

Phe Lys ASP Ser Asp Cys His Tyr Leu Glu Ala Arg Cys Leu Asn Glu 

55 go 

Arg ASP Tyr Arg Asp Arg Arg Tyr He Asp Glu Tyr Arg Asn Asp Tyr 



Cys Glu Gly Tyr Val Pro Arg-His Tyr His Arg Asp Val Glu 



85 90 



80 



Ser Thr 



95 



Tyr Arg He His Cys Ser Lys Ser Ser Val Arg Ser Arg Arg Ser 



100 



Ser 



110 



Pro Lys Arg Lys Arg Asn Arg Pro Cys Ala Ser His Gin Ser His Ser 
115 120 3^25 

Lys ser His Arg Arg Lys Arg Ser Arg Ser He Glu Asp Asp Glu Glu 

■'■■'S 140 

Gly His Leu He Cys Gin Ser Gly Asp Val Leu Arg Ala Arg Tyr Glu 

"° 155 160 

He val ASP Thr Leu Gly Glu Gly Ala Phe Gly Lys Val Val Glu Cys 
155 170 



175 



He ASP His Gly Met Asp Gly Leu His Val Ala Val Lys He Val Lys 



185 



190 



Asn val Gly Arg Tyr Arg Glu Ala Ala Arg Ser Glu He Gin Val Leu 
195 200 205 

Glu His Leu Asn Ser Thr Asp Pro Asn Ser Val Phe Arg Cys Val Gin 

215 220 

Met Leu Glu Trp Phe Asp His His Gly His Val Cys He Val Phe Glu 

"° 235 240 



Leu Leu Gly Leu Ser Thr Tyr Asp Phe He Lys Glu Asn Ser Phe Leu 
245 250 255 

Pro Phe Gin He Asp His He Arg Gin Met Ala Tyr Gin He Cys Gin 

265 270 

ser He Asn Phe Leu His His Asn Lys Leu Thr His Thr Asp Leu Lys 

280 •* A ™ 



285 



Pro Glu Asn He Leu Phe Val Lys Ser Asp Tyr Val Val Lys Tyr Asn 

ser Lys Met Lys Arg Asp Glu Arg Thr Leu Lys Asn Thr Asp He Lys 

^15 320 

val val ASP Phe Gly Ser Ala Thr Tyr Asp Asp Glu His His Ser Thr 

330 



14 



r - C 



Leu Val Ser Thr Arg His Tyr Arg Ala Pro Glu Val lie Leu Ala Leu 
340 345 

Gly Trp Ser Gin Pro Cys Asp Val Trp Ser He Gly Cys He Leu He 
355 360 365 

Glu Tyr Tyr Leu Gly Phe Thr Val Phe Gin Thr His Asp Ser Lys Glu 
•»70 375 



His Leu Ala Met Met Glu Arg He Leu Gly Pro He Pro Ala His 
385 390 

He Gin Lys Thr Airg Lys Arg Lys Tyr Phe His His Asn Gin Leu 



Met 
400 



405 



Asp 
415 



Trp ASP Glu His Ser Ser Ala Gly Arg TVr Val Arg Arg Arg Cys Lys 
420 425 430 

Pro Leu Lys Glu Phe Met Leu Cys His Asp Glu Glu His Glu Lys Leu 
435 440 

Phe Asp Leu Val Arg Arg Met Leu Glu Tyr Asp Pro Ala Arg Arg He 

Thr Leu Asp Glu Ala Leu Gin His Pro Phe Phe Asp Leu Leu Lys Arg 
" 470 475 ^ 

Lys 



<210> 26 

<211> 1549 

<212> DNA 

<213> Mus musculus 



<400> 26 



aaagagacgc 


a^cggctgga 


gaggaacgac 


ggcggtttgg 


cgacatttct 


gcccaaaagg 


60 


ccgcttgctt 


ttgcggagat 


gcggcattcc 


aaacgaactc actgtcctga ttgggatagt 


120 


agagaaagct 


ggggccatga 


aagctacagt 


ggaagtcaca 


aacgcaagag 


aaggtctcac 


180 


agcagtactc 


^srsragaacag 


gcactgtaaa 


ccacatcatc 


agtttaaaga 


ctcggattgt 


240 


cactatttag 


aagcaagatg cttgaatgag 


agagattatc 


gggaccggag 


atacattgat 


300 


gaatacagaa 


atgactactg 


cgaaggatat 


gttccaagac 


attaccatag 


agacgttgaa 


360 


agcacttacc 


ggatccattg 


cagtaaatcc 


tcagtcagga 


gcaggagaag 


cagccctaag 


420 


agaaagcgta 


atagaccctg 


tgcaagtcat 


cagtcgcatt 


cgaagagcca 


ccgaaggaaa 


480 


agatccagga gtatagagga 


tgatgaggag ggtcacctga 


tctgtcaaag 


tggagacgtt 


540 



15 



r 



C 



ctaagagcaa gatatgaaat cgtggacact ttaggtgaag gagcctttgg caaagttgta 
gagtgcattg atcacggcat ggatggctta catgtagcag tgaaaattgt aaaaaatgta 
ggacgttacc gggaggcagc tcgttctgaa atccaagtat tggagcactt gaacagcact 
gaccccaaca gtgtcttccg atgcgtccag atgctagagt ggtttgatca tcatggtcat 
gtttgtattg tgtttgagct gctgggactt agtacctatg attttattaa agaaaatagt 
tttctgccat ttcaaattga tcacatcagg caaatggctt atcagatctg ccagtctata 
aattttttac atcataataa attaacacac acggacctaa aacctgaaaa tattttattt 
gtgaagtctg actatgtagt caaatacaat tctaaaatga aacgagatga gcgcacattg 
aaaaacacag atatcaaagt tgttgatttt ggaagtgcaa catatgacga cgaacatcat 
agtactttgg tgtccacaag gcactacagg gctccagagg tcattttggc tctaggttgg 
tcccagcctt gtgatgtttg gagcataggc tgcattctta ttgagtacta ccttgggttc 
acagtctttc agacccacga tagtaaagag cacctggcaa tgatggagcg gatcttagga 
cccatcccag cacatatgat ccagaagaca aggaaacgca agtatttcca ccataaccag 
ctagattggg acgagcatag ttcagctggg agatatgtta ggagacgctg caagccgtta 
aaggaattta tgctgtgtca tgacgaagag catgagaagc tgtttgacct ggttcgaaga 
atgttggagt atgacccagc gagaaggatc accttggatg aagcattgca gcaccctttc 
tttgacttat taaaaaggaa atgagtggga gtcagggcgg ccgcaccgc 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1549 
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